RESEARCH ARTICLES

Nature of Kagoshima Vol. 51

BXKE, NFtaHE,

B, SHBICHS

ZRVIVNFORHEEEHER

NG — - IR BRI Bl Ok e T PRER T - RS

T 603-8047  LUASHTRUESTIALIKC LRUSAI L SRR A ARl
P T 305-0005  ZIRED IETHRALR 4-1-1  [ENIRIE VIR SIYITITEES - KA MBI g L — 7

P T 1948610 BUEEBMTEH T K112 6-1-1

Abstract

The Amami Islands are located in a subtropical
region and serve as a habitat for numerous endemic
and rare species. The Japanese honeybee, Apis cerana
Jjaponica, is a native species widely distributed across
the Japanese archipelago, with its presence also
confirmed on the Amami Islands. However, the
distribution and genetic characteristics of this species
on some of these islands remain unclear. The aim of
this study was to investigate the distribution and
genetic variation of the Japanese honeybee on Amami-
Oshima, Kikaijima, Kakeromajima, Ukejima and
Yorojima Islands.

We conducted a survey on the distribution of 4. c.
Jjaponica across these islands. The results confirmed
the presence of Japanese honeybees on Amami-
Oshima, Kakeromajima, Ukejima, and Yorojima
Islands, with the Japanese honeybee being confirmed
for the first time on Yorojima. However, no evidence
of the species was found on Kikaijima, where only the
European honeybee, 4. mellifera, was observed.
Furthermore, mitochondrial DNA from the COX1 gene
was analyzed, comparing individuals from the Amami
Islands with those from other regions. Genetic analysis
revealed that individuals from Amami-Oshima,
Kakeromajima, Ukejima and Yorojima Islands
exhibited a distinctive haplotype, C1, which differed
from those found in other regions. Molecular
phylogenetic analysis confirmed that individuals from

the four islands belong to the 4. c. japonica cluster.
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This research has demonstrated that the Japanese
honeybee populations on these four islands are

genetically distinct from those in other regions.
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=K ¥ 2V INF Apis cerana japonica 1%, HA~
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Kt S H LA DT TR AL T3 (5
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£ 1. KRV IYNRTF O ENF OFENR & Z O kD
HEARSBXUT 7y ya &S

Hussk PREETER AR S

Ty vay

M, GEETE, AIEKE L RERICERRN A
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bhs.

AIERES, IEHEME, 555, 8K, fT5,
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1) 77 DNA @ COXI & T DG IR H1E, 1,566
bp 9 %5 T N TER. ThHD DNA O
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£2. ZRYIYNFDI Y RY T DNA D COXI L
F 1566 bp D 3 DDNT A XA T OEIEE (G 1)
& HRE SR ().

H
FIHRE 1812024 NSMT-I-Hym 77865  LC844675 AVA=E-E v C1 2 C3
HIEFE KRS 29.111.2024 NSMT-I-Hym 77866 LC844676 C1 4 1
L 27.111.2024 NSMT-I-Hym 77867  LC844677 2 0.002554 3
i 1.X1.2020 NSMT-I-Hym 77868 ~ LC844678 C3 0.000639 0.001916
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Takahashi et al., 2007; Okuyama et al., 2017) ®, 7
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